Edith Cowan University
Research Online

Research outputs 2022 to 2026

8-10-2022

A novel prognostic 7-methylguanosine signature reflects immune
microenvironment and alternative splicing in glioma based on
multi-omics analysis

Zihan Wang

Zhiwei Zhong
Edith Cowan University

Zehua Jiang
Zepeng Chen

Yuequn Chen

See next page for additional authors

Follow this and additional works at: https://ro.ecu.edu.au/ecuworks2022-2026

b Part of the Oncology Commons

10.3389/fcell.2022.902394

Wang, Z., Zhong, Z., Jiang, Z., Chen, Z,, Chen, Y., & Xu, Y. (2022). A novel prognostic 7-methylguanosine signature
reflects immune microenvironment and alternative splicing in glioma based on multi-omics analysis. Frontiers in
cell and developmental biology, 10, Article 902394. https://doi.org/10.3389/fcell.2022.902394

This Journal Article is posted at Research Online.

https://ro.ecu.edu.au/ecuworks2022-2026/1243





















Wang et al. 10.3389/fcell.2022.902394

FIGURE 2

Construction of the prognostic m7G signature. (A) 3 prognostic m7G regulators in the GBM cohort were screened by the univariate cox
regression analysis. (B) 3 m7G regulators were incorporated by the multivariate cox regression analysis to build the prognostic m7G signature in the
GBM cohort. (C) Kaplan-Meier survival curve for the OS of patients in the high-risk (yellow) group and low-risk group (blue) in the GBM cohort. (D)
AUC of the time-dependent ROC analysis for evaluating the prognostic performance of the risk score in the GBM cohort. (E) 15 prognostic m7G
regulators in the LGG cohort were screened by the univariate cox regression analysis. (F) 7 m7G regulators were incorporated by the multivariate cox
regression analysis to build the prognostic m7G signature in the LGG cohort. (G) Kaplan-Meier survival curve for the OS of patients in the high-risk
(yellow) group and low-risk group (blue) in the LGG cohort. (H) AUC of the time-dependent ROC analysis for evaluating the prognostic performance
of the risk score in the LGG cohort.
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FIGURE 3
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The independent prognostic value of the m7G signature and the construction of a predictive nomogram. Univariate (A,C) and multivariate (B,D)

Cox regression analysis of the risk score and clinical factors in the GBM cohort (A,B) and the LGG cohort (C,D). A nomogram was constructed based
on independent predictive factors for predicting the 1-, 3-, and 5- year survival probability of LGG patients (E). Calibration plot for validating the
accuracy of the nomogram (F).
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